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The Al Architecture; FIERRD/INAT TZ 41 >

Step 1: Data Ingestion
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Rule-based extraction

Step 2: Representation
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Step 3: Prediction
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The Funnel of Selection Bias : 154 /1{RiiH 5 3HEADED D

1,543,297 {ksk

HMRBED1,386E(LEELT T T 1 1o T 2 F:AEEEL

2,804 4 (Top-k)
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Human Selection Bias
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The "Unknown" Genes : TR NI RDIEE

LAMHTGEA AT

TPS3 BAMB1

Tumor protein p53 BMP and activin
membrane-bound inhibitor

[NCBI: 7157] [NCBI: 25805]

AT AUTTTERD

RAFT TNF

RAF proto-oncogene Tumor necrosis factor

[NCBI: 5894] [NCBI: 7124]
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Evidence Matrix : 3D Dk D FE i1
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(Confidence) i RE EEEE HESR (Verdict)
TP53 — BAMBI @ MRNA L ! hiZfE
(0.85391) +16~38% I8 i S RAIE AR (Supported)
RAF1 — TNF MRNA—EFIE. WELIRL / LK A~
(0.83114) AZ628 T PERKF Z & TEAL (Limited)
SOAT1 — STAT3 ® =it L ® =it L - BER
(0.84183) = el (Denied)
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Deep Dive 1: TP53-BAMBI (BEERIESE & 7% D ERRE)
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TP53 CRISPR knockout/rescue=E&. &LV
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Deep Dive 2: RAF1-TNF (¥ERBYEIE(L & EHBIER)

The Claimed Support The Complexity
(MRNA) (Protein & Pathways)

« RAF1[BEH] GW50741% 5T, « Secreted TNF : R aAVIEERL
THP-1#R2DTNF mRNAD'EE(C f-h'. RAFPEERIEtIZEE TR

iEm]u (<15.6 ngmL) *ﬁ_@ﬁglltu

«{BL : Blldpan-RAFFEEHA] » Paradoxical ERK Activation : [H
AZ628TIZ—RIICE R ({ETF) FRUREICE D DX o TPERKA

NEAE, WERICEE LT B RKZHM.
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The Denied Hypothesis: SOAT1-STAT3 AR TAIDRR

Confidence

0.84183 # 84% True

The Finding The Lesson
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Methodological Blind Spots : £ifi7 & D RR =
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EEZRRIDBRS (Pharmacological Limits)
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The Roadmap to True "Discovery" : Z{t E¥FEADREICAITT

Level 4: BIRZE 771 >~ N&:EE
(The Gold Standard)
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Level 3: EDZ{LET I (Biological Validation)
Z{L#BA (Replicative senescence), &3 Z#rENYid
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Level 2: BIEFRIERIREE (Immediate Next Step)
CRISPR-Cas9 KO, RescueREIC & 5 ERRIERIEDE

Current State
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Level 1: 182 A0 AREE
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The Final Verdict : #8285l X2 TILA =2

WL SN T-F R (The Achievements)
- ¥ % Z & L 7-B5R5IKG. PU Learning. LLMZES LI-BERINT 751 D DIEER,
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