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> "Al systems that can make significant scientific
discoveries that can outperform the best human

scientist may be called ‘Al Scientist™ >
— Kitano 2021, Nature npj
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OpenAl for Science

OpenAl for Science

We're building the next great scientific instrument to accelerate discoverny.

We're empowering scientists and mathematicians across disciplines, combining
frantier Al models with research tools that extend human curiosity and drive
discovery. Our goal is to help resexrchers explore more ideas, test hypotheses
faster, and unlock discoveries that would otherwise take years, accelerating
scientific progress in ways that meaningfully benefit humanity.

"We're building the next great scientific instrument to
accelerate discovery."
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The Engine of Change
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1. Preprocess, cluster and identify differentially expressed genes. reasonen()
2. Load oncogenic gene sets for comparison. E

3. Perform enrichment analysis to check for oncogenic pathways.
4. Validate results with literature and databases.
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Kosmos (Edison Scientific)

An Al Scientist for Autonomous
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